AUTHOR INDEX, VOLUME 42 


Section 


March 


June 


Sept. 


ACKNOWLEDGEMENTS 
THE BIOMETRIC SOCIETY 
BOOK REVIEWS 
CORRECTIONS 
CORRESPONDENCE 


687 
677 
691 
675 


451 
459 
449 


AASTVEIT, A. H. and MARTENS, H. ANOVA 
interactions interpreted by partial least 
squares regression 

AEBISCHER, N. J. Estimating the proportion 
of uncatchable animals in a population by 
double-sampling 

ANDERSON, A. J. B. Book review 

ARNOLD, J. (see SOBEL, M. J.) 


BAIR, E. (see HEWETT, J. E.) 

BEAN, J. A. (see WOOLSON, R. F.) 

BEITLER, P. J. and LANDIS, J. R. Correspond- 
ence 

BERG, S. Book review 

BESAG, J. and KEMPTON, R. Statistical anal- 
ysis of field experiments using neighbouring 
plots 

BINET, F. E. Reader Reaction: Fitting the neg- 
ative binomial distribution 

BONAITI-PELLIE, C. (see CLERGET-DAR- 
POUX, F.) 

BONNEY, G. E. Book review 

BONNEY, G. E. Regressive logistic models for 
familial disease and other binary traits 

BOOS, D. D. and BROWNIE, C. Reader Reac- 
tion: Testing for a treatment effect in the 
presence of nonresponders 

BREGMAN, D. J. (see PARKER, R. A.) 

BRESLOW, N. (see ROBINS, J.) 

BRESLOW, N. The natural variability of vital 
rates and associated statistics: Discussion 

BRESLOW, N. E. and COLOGNE, J. Methods 
of estimation in log odds ratio regression 
models 

BRILLINGER, D. R. The natural variability of 
vital rates and associated statistics (with Dis- 
cussion) 

BRITTENHAM, G. M. (see MCLAREN, C. E.) 

BROWN, C. C. (see FEARS, T. R.) 

BROWNIE, C. (see BOOS, D. D.) 

BROWNIE, C., HINES, J. E., and NICHOLS, 
J. D. Constant-parameter capture-recap- 
ture models 

BUONACCORSI, J. P. Designs for slope ratio 
assays 


CAMPBELL, M. J. Book review 

CAREY, V. (see MUNOZ, A.) 

CAUSTON, D. R. Book review 

CHAPMAN, P. F. (see COBBY, J. M.) 

CHEN, J. J. (see KODELL, R. L.) 

CHIANG, C. L. The natural variability of vital 
rates and associated statistics: Discussion 

CLAUSTRIAUX, J. J. Book review 

CLAYTON, G. and COX, T. F. Some robust 
density estimators for spatial point processes 


CLERGET-DARPOUX, F., BONAITI-PEL- 
LIE, C., and HOCHEZ, J. Effects of mis- 
specifying genetic parameters in lod score 
analysis 

COBBY, J. M., CHAPMAN, P. F., and PIKE, 
D. J. Design of experiments for estimating 
inverse quadratic polynomial responses 

COHEN, G. R. Book review 

COLOGNE, J. (see BRESLOW, N. E.) 

CORMACK, R. M. Book review 

COWAN, R. and STAUDTE, R. The bifurcating 
autoregression model in cell lineage studies 

COX, T. F. (see CLAYTON, G.) 


DALE, J. R. Global cross-ratio models for 
bivariate, discrete, ordered responses 

DARBY, S. C. Book review 

DAUDIN, J. J. Selection of variables in mixed- 
variable discriminant analysis 

DEAR, K. (see MEAD, R.) 

DERR, J. A. Book review 

DEWANIJI, A. and KALBFLEISCH, J. D. Non- 
parametric methods for survival/sacrifice 
experiments 

DONNER, A. and HAUCK, W. W. The large- 
sample relative efficiency of the Mantel- 
Haenszel estimator in the fixed-strata case 

DONNER, A. and WELLS, G. A comparison of 
confidence interval methods for the intra- 
class correlation coefficient 

DuFRAIN, R. J. (see FROME, E. L.) 


ERICSSON, G. F. (see GILL, J. L.) 
EVERITT, B. S. Book review 


FEARS, T. R. and BROWN, C. C. Logistic 
regression methods for retrospective case- 
control studies using complex sampling pro- 
cedures 

FERNANDO, R. L. (see GIANOLA, D.) 

FINKELSTEIN, D. A proportional hazards 
model for interval-censored failure time 
data 

FLEISS, J. L. Correspondence 

FOULKES, M. A. (see LACHIN, J. M.) 

FREEMAN, G. H. Book review 

FREEMAN, P. R. Book review 

FRESEN, J. L. and JURITZ, J. M. A note on 
Foss’s method of obtaining initial estimates 
for exponential curve fitting by numerical 
integration 

FROME, E. L. and DuFRAIN, R. J. Maximum 
likelihood estimation for cytogenetic dose- 
response curves 

GAIL, M. H. (see ROBINS, J. M.) 

GAYLOR, D. W. (see KODELL, R. L.) 


401 
73 


981 


224, 225 


|| | Dec. 
_ 1011 
221 1001 
229 1009 
217 997 
829 
393 
973 
1004 659 
45 682 
949 
647 455 
927 
769 
997 753 
451 
909 
| 231 456 
989 473 
253 : 
393 455 
1003 
611 325 
191 537 
919 
311 
12 
= 
949 | 
693 
143 
955 955 
191 217 
561 845 
449 
875 507 
454 
682 454 
653 
1005 
659 
867 821 
714 
1004 73 
293 
753 867 
6 


XXii 


GIANOLA, D. and FERNANDO, R. L. Corre- 
spondence 

GIESBRECHT, F. Analysis of data from incom- 
plete block designs 

GILL, J. L., ERICSSON, G. F., and HELLAND, 
I. S. Precision of assessing anthelmintic 
efficacy 

GIMELFARB, A. Offspring-parent genotypic 
regression: How linear is it? 

GLADEN, B. C. (see WEINBERG, C. R.) 

GORE, S. M. Book review 

GREENLAND, S. (see ROBINS, J.) 

GROSS, S. T. The kappa coefficient of agree- 
ment for multiple observers when the num- 
ber of subjects is small 

GROSSMAN, E. A. (see SELF, S. G.) 


HABER, M. Testing for pairwise independence 
Response to Reader Reaction: Log-linear 

models for linked loci 

HASEMAN, J. K. (see PIEGORSCH, W. W.) 

HASSELBLAD, V. (see MCLAREN, C. E.) 

HAUCK, W. Response to Reader Reacticn: 
Alternative estimators of the common odds 
ratio for 2 x 2 tables 

HAUCK, W. W. (see DONNER, A.) 

HELLAND, I. S. (see GILL, J. L.) 

HEUSNER, A. A. (see JOLICOEUR, P.) 

HEWETT, J. E. and BAIR, E. A two-stage test 
for ordered means in the Poisson case with 
an example from mutagenicity testing 

HINES, J. E. (see BROWNIE, C.) 

HOCHBERG, Y. (see SIMONOFF, J. S.) 

HOCHEZ, J. (see CLERGET-DARPOUX, F.) 

HOEM, J. M. The natural variability of vital 
rates and associated statistics: Discussion 

HOGAN, M. (see KUPPER, L. L.) 

HOUSE, D. E. A nonparametric version of Wil- 
liams’ test for a randomized block design 

HUDSON, H. M. Evaluation of trends in middle 
ear disease among Australian aborigines 

HUTCHESON, K. (see LYONS, N. I.) 


IM, S. Correspondence 


JAGERS, P. The natural variability of vital rates 
and associated statistics: Discussion 

JEFFERS, J. N. R. Book review 

JENNRICH, R. I. and SCHLUCHTER, M. D. 
Unbalanced repeated-measures models with 
structured covariance matrices 

JENSEN, E. B. and SUNDBERG, R. Statistical 
models for stereological inference about spa- 
tial structures: On the applicability of best 
linear unbiased estimators in stereology 

JEWELL, N. P. On the bias of commonly used 
measures of association for 2 x 2 tables 

JOLICOEUR, P. and HEUSNER, A. A. Log- 
normal variation belts for growth curves 

JOLLIFFE, L. T. Book review 

JURITZ, J. M. (see FRESEN, J. L.) 


KALBFLEISCH, J. D. (see DEWANJI, A.) 

KAY, R. A Markov model for analysing can- 
cer markers and disease states in survival 
studies 

KAY, R. Treatment effects in competing-risks 
analysis of prostate cancer data 


217 
437 


981 


Biometrics, 1986 


KEIDING, N. The natural variability of vital 
rates and associated statistics: Discussion 
KELLER, J. B. (see WHITTEMORE, A.) 
KELLER, J. B. (see WHITTEMORE, A. S.) 
KEMP, A. W. (see KEMP, C. D.) 
KEMP, A. W. Book review 
KEMP, C. D. (see LOUKAS, S.) 
KEMP, C. D. Book review 
KEMP, C. D. and KEMP, A. W. Book review 


721 
218 
495 
225 
221, 452, 677, 1004 

941 


453 


225, 456, 684, 1006 


KEMPTON, R. (see BESAG, J.) 

KISH, L. The natural variability of vitai rates 
and associated statistics: Discussion 

KO, D. (see ZEH, J. E.) 

KODELL, R. L., GAYLOR, D. W., and CHEN, 
J. J. Standardized tumor rates for chronic 
bioassays 

KORN, E. L. Sample size tables for bounding 
small proportions 

KRAEMER, H. C. A measure of 2 X 2 associa- 
tion with stable variance and approximately 
normal small-sample distribution: Planning 
cost-effective studies 

KROGMAN, B. D. (see ZEH, J. E.) 

KRZANOWSKI, W. J. Book review 

KUPPER, L. L., PORTIER, C., HOGAN, 
M. D., and YAMAMOTO, E. The impact 
of litter effects on dose-response modeling 
in teratology 

KUSHNER, H. B. (see MEISNER, M.) 


LACHIN, J. M..and FOULKES, M. A. Evalua- 
tion of sample size and power for analyses 
of survival with allowance for nonuniform 
patient entry, losses to follow-up, noncom- 
pliance, and stratification 

LAGAKOS, S. W. and SCHOENFELD, D. A. 
Response to Reader Reaction: Omitting 
covariates from the proportional hazards 
model 

LANDIS, J. R. (see BEITLER, P. J.) 

LASKA, E. M. (see MEISNER, M.) 

LIANG, K.-Y. (see ZEGER, S. L.) 

LINK, C. Correspondence 

LOUKAS, S. and KEMP, C. D. The index of 
dispersion test for the bivariate Poisson dis- 
tribution 

LOYNES, R. M. Book review 

LUBIN, J. H. (see ROBINS, J. M.) 

LYONS, N. I. and HUTCHESON, K. Estima- 
tion of Simpson’s diversity when counts 
follow a Poisson distribution 


MANTEL, N. Reader Reaction: Alternative 
estimators of the common odds ratio for 
2 X 2 tables 
MANTON, K. G. The natural variability of vital 
rates and associated statistics: Discussion 
MARRIOTT, F. H. C. Book review 
MARTENS, H. (see AASTVEIT, A. H.) 
MASON, M. W. (see PRENTICE, R. L.) 
MAXWELL, L. C. (see MCMAHAN, C. A.) 
MCLAREN, C. E., BRITTENHAM, G. M., 
and HASSELBLAD, V. Analysis of the vol- 
ume of red blood cells: Application of the 
expectation-maximization algorithm to 
grouped data from the doubly-truncated 
lognormal distribution 


231 
724 


= 
67 
547 
680 
311 
1 
883 
521 
429 
670 i 
413 
143 
359 | 
1 
201 m7 
537 
981 
785 
85 
647 
561 
895 
393 
717 
85 
187 
159 on if 
171 421 | 
121 
997 220 
719 941 
679 4 
293 
805 
171 
735 
199 
351 
725 | 
785 222 
223 829 
821 109 
371 
325 
855 
203 143 


Author Index 


McMAHAN, C. A., MAXWELL, L. C., and 
SHEPHERD, A. P. Estimation of the distri- 
bution of blood vessel diameters from the 
arteriovenous passage of microspheres 

MEAD, R., RILEY, J., DEAR, K., and SINGH, 
S. P. Stability comparison of intercropping 
and monocropping systems 

MEISNER, M., KUSHNER, H. B., and 
LASKA, E. M. Combining multivariate 
bioassays 

MORGAN, T. M. Reader Reaction: Omitting 
covariates from the proportional hazards 
model 

MUIR, W. M. Estimation of response to selec- 
tion and utilization of control populations 
for additional information and accuracy 

MUNOZ, A., ROSNER, B., and CAREY, V. 
Regression analysis in the presence of het- 
erogeneous intraclass correlations 

MURPHY, J. R. (see ZERBE, G. O.) 

MURTAGH, F. Book review 

MUSMECI, F. and VERE-JONES, D. A vari- 
able-grid algorithm for smoothing clustered 
data 


NEWTON, J. Book review 
NICHOLS, J. D. (see BROWNIE, C.) 
NORTH, P. M. Book review 
NURMINEN, M. Correspondence 


OAKES, D. An approximate likelihood proce- 
dure for censored data 

O’QUIGLEY, J. Correspondence 

ORD, J. K. Book review 


PACK, S. E. Hypothesis testing for proportions 
with overdispersion 

PARKER, R. A. and BREGMAN, D. J. Sample 
size for individually matched case-control 
studies 

PATER, J. L. (see WILLAN, A. R.) 

PETTITT, A. N. Book review 

PIEGORSCH, W. W., WEINBERG, C. R., and 
HASEMAN, J. K. Testing for simple inde- 
pendent action between two factors for 
dichotomous response data 

PIKE, D. J. (see COBBY, J. M.) 

PLANT, R. E. A method for computing the 

elements of the Leslie matrix 

PORTIER, C. (see KUPPER, L. L.) 

PRENTICE, R. L. On the design of synthetic 
case-control studies 

PRENTICE, R. L. and MASON, M. W. On the 
application of linear relative risk regression 
models 


RATKOWSKY, D. A. and REEDY, T. J. 
Choosing near-linear parameters in the 
four-parameter logistic model for radio- 
ligand and related assays 

REEDY, T. J. (see RATKOWSKY, D. A.) 

REISER, B. (see SIMONOFF, J. S.) 

REYMENT, R. A. Book review 

RILEY, J. (see MEAD, R.) 

RITLAND, K. Joint maximum likelihood esti- 
mation of genetic and mating structure 
using open-pollinated progenies 


ROBINS, J., BRESLOW, N., and GREEN- 
LAND, S. Estimators of the Mantel- 
Haenszel variance consistent in both sparse 
data and large-strata limiting models 

ROBINS, J. M., GAIL, M. H., and LUBIN, 
J. H. More on “biased selection of controls 
for case-control analyses of cohort studies” 

ROJAS, P. B. (see WOOLSON, R. F.) 

ROSNER, B. (see MUNOZ, A.) 


SALSBURG, D. Reader Query: Alternative hy- 
potheses for the effects of drugs in small- 
scale clinical studies 

SAMUEL-CAHN, E. and WAX, Y. A sequential 
test for comparing two infection rates in a 
randomized clinical trial, and incorporation 
of data accumulated after stopping 

SCHLUCHTER, M. D. (see JENNRICH, R. I.) 

SCHNEIDER, B. Book review 

SCHNEIDER, H. and WEISSFELD, L. Infer- 
ence based on Type II censored samples 

SCHOENFELD, D. A. (see LAGAKOS, S. W.) 

SCHORK, M. A. (see VONESH, E. F.) 

SEBER, G. A. F. A review of estimating animal 
abundance 

SELF, S. G. and GROSSMAN, E. A. Linear 
rank tests for interval-censored data with 
application to PCB levels in adipose tissue 
of transformer repair workers 

SHEPHERD, A. P. (see MCMAHAN, C. A.) 

SHEPHERD, J. G. Book review 

SIMONOFF, J. S., HOCHBERG, Y., and 
REISER, B. Alternative estimation proce- 
dures for Pr(X < Y) in categorized data 

SINGH, S. P. (see MEAD, R.) 

SMALL, R. D. (see SNAPINN, S. M.) 

SNAPINN, S. M. and SMALL, R. D. Tests 
of significance using regression models for 
ordered categorical data 

SOBEL, M. (see SOBEL, M. J.) 

SOBEL, M. J., ARNOLD, J., and SOBEL, M. 
Statistics of natural populations. III. Se- 
quential sampling plans for the estimation 
of gene frequencies 

SONNTAG, R. (see ZEH, J. E.) 

SRIVASTAVA, M. S. Multivariate bioassay, 
combination of bioassays, and Fieller’s 
theorem 

STAUDTE, R. (see COWAN, R.) 

SUNDBERG, R. (see JENSEN, E. B.) 

SUTHERLAND, R. A. A method for inferring 
the minimum number of genes controlling 
the reactions of cultivars of a host plant 
species to isolates of a pathogen under a 
gene-for-gene model 


TAMURA, R. N. and YOUNG, S. S. The in- 
corporation of historical control informa- 
tion in tests of proportions: eee 
study of Tarone’s procedure 

TANGO, T. Correspondence 

TUKEY, J. W. The natural variability of vital 
rates and associated statistics: Discussion 


VERE-JONES, D. (see MUSMECI, F.) 

VONESH, E. F. and SCHORK, M. A. Sample 
sizes in the multivariate analysis of repeated 
measurements 


371 311 
253 293 
927 
653 
421 
993 671 
381 
99 
805 
653 1003 
795 
224 531 
995 
601 
483 
267 
679 
561 
681 
675 521 
371 
683 
219 
895 
1001 253 
583 
967 
583 
4 
919 
593 
678 
45 
1 
413 
659 131 
7169 
933 735 
85 
301 
15 
109 
343 
575 998 
575 
895 729 
1002 
25 601 


XXiV 


WAX, Y. (see SAMUEL-CAHN, E.) 

WEINBERG, C. R. (see PIEGORSCH, W. W.) 

WEINBERG, C. R. and GLADEN, B. C. The 
beta-geometric distribution applied to com- 
parative fecundability studies 

WEIR, B. S. and WILSON, S. R. Reader Reac- 
tion: Log-linear models for linked loci 

WEISSFELD, L. (see SCHNEIDER, H.) 

WELLER, J. I. Maximum likelihood techniques 
for the mapping and analysis of quantitative 
trait loci with the aid of genetic markers 

WELLS, G. (see DONNER, A.) 

WHITEHEAD, J. Supplementary analysis at the 
conclusion of a sequential clinical trial 

WHITTEMORE, A. and KELLER, J. B. Cor- 
respondence 

WHITTEMORE, A. S. and KELLER, J. B. Sur- 
vival estimation using splines 

WILLAN, A. R. and PATER, J. L. Carryover 
and the two-period crossover clinical trial 

WILLIAMS, D. A. A note on Shirley’s nonpara- 
metric test for comparing several dose levels 
with a zero-dose control 


99 
413 


547 
665 


Biometrics, 1986 


WILLIAMS, D. A. Interval estimation of the 
median lethal dose 

WILSON, S. R. (see WEIR, B. S.) 

WOOLSON, R. F., BEAN, J. A., and ROJAS, 
P. B. Sample size for case-control studies 
using Cochran’s statistic 


YAMAMOTO, E. (see KUPPER, L. L.) 

YEE, K. F. The calculation of probabilities in 
rejecting bioequivalence 

YOUNG, S. S. (see TAMURA, R. N.) 


ZEGER, S. L. and LIANG, K.-Y. Longitudinal 
data analysis for discrete and continuous 
outcomes 

ZEH, J. E., KO, D., KROGMAN, B. D., and 
SONNTAG, R. A multinomial model for 
estimating the size of a whale population 
from incomplete census data 

ZERBE, G. O. and MURPHY, J. R. On multiple 
comparisons in the randomization analysis 
of growth and response curves 


| 
665 
927 
961 
627 
461 
218 121 
495 
593 1 
183 795 
| 


SUBJECT INDEX, VOLUME 42 


Key words are identified by an asterisk (+). 


Accuracy 381* 

Acute toxicity test 641* 

Adjustment by neighbours 231* 

Age-adjusted death rate 693* 

Age-dependent survival 561* 

Age-structured population 933* _ 

Akaike’s criterion 473* 

Aliquot sampling 98 1* 

Analysis of variance 829* 

Animal abundance 267* 

Anthelmintic efficacy 981* 

Association 909* 

Asymptotic distribution 883* 
efficiency 537* 

Australian aborigines 159* 

Autoregression 769* 


BLUS estimator 45 
Barley 829* 
Best linear unbiased sequential esti- 
mator 45 
Beta-binomial distribution 85*, 
967* 
Beta-geometric distribution 547* 
Bias 351* 
correction 531* 
Biased recombination fraction 393* 
Bifurcation 769* 
Binary traits 611* 
Binomial confidence interval 213* 
testing 343* 
Bioassay 575* 
Bioavailability 821* 
Bioequivalence 961* 
Bivariate Hermite distribution 941* 
ordered responses 909 
Poisson distribution 941* 
Bootstrap 895* 
Bowhead whales 1* 


Cancer 121 
markers 855* 
Capillary diameter 371* 
Capture-recapture 267*, 561* 
methods 973* 
Carcinogenesis 867* 
Carryover 593* 
Case-control studies 293*, 301*, 
311*, 919*, 927*, 949*, 955* 
Catch-effort models 267* 
Catchability 973* 
Cell cycle 769* 
lineage 769* 
Censored data 495* 
Check plots 231* 
Chi-squared goodness-of-fit 941* 
Chromosomal polymorphism 45 
Chromosome aberrations 73 
Chronic bioassay 867* 


Climate 829* 
Clinical trials 121, 461*, 845* 
Clopper—Pearson confidence inter- 
val 213* 
Close-to-linear model 575* 
Cohort study 301* 
Combination of assays 131* 
Common relative potency 421* 
Comparisons with control 183* 
Competing risks 203*, 867* 
Composite link functions 909* 
Conditional inference 949* 
Confidence intervals 171*, 531*, 
641*, 883*, 961* 
sequentiai 99 
Constant probability of capture 561* 
Constant survival rate 561* 
Contagious distributions 483* 
Contingency tables 429*, 461*, 909* 
with ordered categories 895* 
Control populations 38 1* 
Correlation 359*, 769* 
Cost-efficiency 359* 
Covariance analysis 38 1* 
structure 805* 
Cox proportional hazards model 
293*, 311*, 993* 
regression 109* 
Cramér-Rao lower bound 45 
Crockett’s T-test 941* 
Crossover trials 593* 
Cryptic parents 45 
Cytogenetics 73 


Data accumulated after stopping 99* 
analysis 253* 
Density estimation 483*, 753* 
Design 359* 
Dichotomization 359* 
Discrete data 121* 
failure-time models 547 
Discriminant analysis 473* 
Disease prevalence 325* 
Distance methods 753* 
Dobzhansky estimator 45 
Dose-response 73 
logistic 85* 
Drosophila pseudoobscura 45* 
Dual radiation action 73* 
Duodenal ulcer 909* 
Dynamic model 693* 


ELISA 575* 

Efficiency 177*, 875*, 993* 

Efficient sequential sampling plan 
45 

Environmental trends 381 

Epidemiology 301*, 611* 


XXV 


Estimating equation 177* 
weights 521* 
Estimation 401* 
behavior 575* 
of population size 973* 
Expectation—maximization algo- 
rithm 25*, 143*, 177*, 325*, 
547*, 805* 
Experimental design 647* 
Exponential curve fitting 821 
Extra-Poisson variation 693* 


F distribution 601* 
Familial data 45*, 653* 
disease 611* 
Family profile 45 
studies 401* 
Fecundability 547* 
Fertility 547 
Field experiments 231* 
Fieller’s theorem 961* 
Fourfold table 351* 
Freeman-Tukey binomial transfor- 
mation 967* 
Friedman multiple comparisons 
187 


Gambler’s ruin 99* 
Gene flow 45 
frequencies 45* 
Gene-for-gene model 15* 
Generalized estimating equations 
he 
linear function 73* 
linear models 121*, 909* 
Genetic disequilibrium 665* 
markers 627* 
parameters 393* 
Genetics 611* 
of disease resistance 15 
Genotype-environment interaction 
381* 
Geometric mean 981* 
Geometrical probability 735* 
Global cross-ratio models 909 
Grouped doubly-truncated _log- 
normal data 143* 
Grouped profiles estimator (sequen- 
tial) 45 
Growth curves 785*, 795* 
data 805* 


Hardy-Weinberg law 45, 665* 
Heterogeneity 735* 

Historical controls 343* 
Host-pathogen interaction 15* 
Hotelling’s T? 601* 
Hypothesis testing 73, 967* 


XXVi 


IRMA 575* 
Identifiability 325* 
Inbred controls 381 
Inbreeding 25* 
Incidence rate 159* 
Incomplete block designs 437* 
Incomplete data 325* 
multivariate 805* 
response 429* 
Index of dispersion test 941* 
Inferences in continuous-time Mar- 
855* 
Influence function 177* 
Information per unit cost of obser- 
vation 45* 
Initial estimates 821* 
Integral equation 371* 
geometry 735* 
Interaction 413*, 829* 
Intercropping 253* 
Interference 231* 
Interplot competition 231* 
Interval-censored data 521*, 845 
Intraclass correlation 401*, 653* 
Intralitter correlation 85* 
Inverse polynomial 647* 
Inversion polymorphism 45 
Isotropic uniform random sampling 
Iterative reweighting 785* 
weighted least squares 73* 


Jackknife 171* 
Jolly-Seber model 561* 


Kaplan-Meier estimation 495* 
Kappa coefficient of agreement 883* 


Large-scale variation 735* 
Least squares 575* 
Left-censored data 845* 

Leslie matrix 933* 

Levene estimator 45* 

Likelihood ratio 641* 
approximation 109* 
test for proportionality 131* 
tests 967* 

Linear logistic regression 909* 
multivariate model 421* 
rank statistics 521* 
relative risk 109* 

Linkage 393* 

Location model 473* 

Lod score 393* 

Logistic dose-response model 85* 
model -575* 
regression 61 1* 
response curve 641* 

Log-linear model 159*, 665* 

Log-normal distributivii, 785*, 98 1* 

Log-rank statistic 325* 
test 507*, 845* 

Longitudinal data 121*, 653 

Losses to follow-up 507* 

Lung data 735 


Biometrics, 1986 


Major gene 611* 
Mantel-Haenszel estimator 311*, 
537*, 927* 
Marginal independence 429* 
Marker genes 25* 
Matching 919* 
Mating systems 25* 
Maximum feasible family size 45 
Maximum likelihood 413*, 537*, 
627* 
estimation 1*, 25*, 73*, 143*, 
325*, 343*, 531*, 955* 
sequential 45 
Median lethal dose 641* 
Medication frequency 909* 
Mendelian laws 45 
Middle ear disease 159* 
Mismodeled covariates 993* 
Missing data 1* 
Mixture models 45* 
Modeling 253* 
Modified maximum likelihood 437* 
Moments 171* 
Monte Carlo sampling 583* 
simulation 401* 
Multinomial model 1* 
Multiple comparisons 795* 
testing 461* 
Multiple-recapture census 429* 
Multivariate binary variables 429* 
bioassay 131* 
Fieller’s theorem 131* 


Negative binomial 483* 
Nelson-Altshuler estimator 495* 
Newton algorithm, 805* 
Noncompliance 507* 
Nonlinear models 73* 

regression 575*, 647*, 821*, 949* 
Nonparametric estimation 867*, 

895* 

regression 177* 

test 183* 187* 
Nonresponders 191* 
Normal distribution 531* 
Numerical integration 821 


Occupational exposure 521* 
Odds ratio 99, 311*, 351*, 537*, 
909* 

Offspring-parent regression 67* 
sampling plan 45 

Optimal design 875* 
treatment 203* 

Ordered categorical data 583*, 909* 
means 647* 

Ordinal data 909* 

Orthogonal polynomials 67* 

Otitis media 159* 

Ousiotype 61 1* 

i ion 967* 


Pain estimation 909* 
Parallel-line model 131* 
Parameter transformations 109* 
Parametric estimation 895* 


Partial least squares 829* 
likelihood 109* 

Pearson curves 171* 

Permutation tests 795* 

Phase I trial 213* 

Pitman efficiency 191* 

Planar sections 735* 

Point process 693* 

Poisson distribution 647* 
regression 73*, 693* 

Polychlorinated biphenyl 521* 

Polyexponential functions 821* 

Population size estimation 1* 

Power 359*, 507*, 583*, 593*, 601*, 

941*, 967* 

Precision 381*, 593* 

Prediction belts 785* 

Principal component 829* 

Probability density estimation 371* 

Probit models 583* 

Progeny arrays 25* 

Proportional hazards 121, 159*, 845 

Proportions 967* 


Quadrat 483* 

Quantitative characters 67* 
trait loci 627* 

Quasi-likelihood 121* 


RFLP 45 
RIA 575* 
Radiation 73 
Randomization test 191*, 795* 
Randomized block design 187 
Ratio 875* 
estimation 735* 
Recovery of interblock information 
437* 
Red blood cell volume distributions 
143* 
Regression 829* 
diagnostics 73* 
methods 653* 
Regressive models 61 1* 
Relative cost of observation 45 
potency 131* 
risk 99, 293*, 301*, 351* 
risk regression 109* 
Removal method 1* 
Repeated measurements 601* 
Repeated measures 121*, 805* 
Risk 253*, 867* 
Robustness 753*, 895* 


Sample size 507*, 601*, 919*, 927*, 
981* 

Score statistic 45, 325* 

Scoring algorithm 805* 
procedure 45* 

Secondary analyses 461* 

Selection 381 
of variables 473* 

Selfing 25* 

Sequential analysis 461* 
confidence interval 99* 
design 45* 
estimators 45* 


| 
| 
| 
4 
y 
| 
| 
4 
| 


P-values 99* 
sampling plan 45 
test of = p2 99* 
Set-up cost 45 
Simulation study 85*, 941* 
Size of test 413* 
Slope ratio assay 875* 
Smoothing 895* 
Snapshot data 855 
Spatial pattern 753* 
statistics 231* 
Splines 371*, 495* 
Stability 253* 
Standard error 981* 
Standardized lifetime tumor rates 
867* 
mortality ratio 693* 
Stopping constant 45 
Stratification 507* 
Stratified random sampling 955* 
studies 927* 
Structural relationship 735* 


Subject Index 


Survival analysis 177*, 507* 
data 203*, 855*, 993* 
estimates 267*, 495* 
-sacrifice experiments 325* 
times 461* 
Synergy 413* 
Synthetic retrospective study 301* 


t-tests 967* 

Tagging 267* 

Teratology experiments 85* 
Tolerance belts 785* 
Toxicology 183*, 191, 967* 
Transformation 359* 

Tree 769* 

Triangular test 461* 
Tumorigenicity 845* 

Twin studies 653* 
Two-by-two measures of association 


XXVii 


Two-dimensional point processes 
753* 

Two-stage test 647* 

Type I error 967* 

Type II censored data 531* 


Unbalanced designs 883* 
split-plot experiments 437* 
Unbiasedness 753* 
Uncatchable animals 973* 
Uncertainty estimation 693* 


Variation belts 785* 
Variety trials 231* 
Vital statistics 693* 


Weighted least squares 429* 
proportional regression 735* 

Weights 693* 

Wilcoxon test 191* 

Williams’ test 187* 


tables 537* 


4 
q 


INDEX OF BOOKS REVIEWED, VOLUME 42 


ATKINSON, A. C. and FIENBERG, S. E. 
(eds). A Celebration of Statistics (A. W. 
Kemp) 

BALL, M. A. Mathematics in the Social and 
Life Sciences (C. D. Kemp and A. W. Kemp) 

BELFORT, G. (ed.). Synthetic Membrane 
Processes (C. D. Kemp and A. W. Kemp) 

BHAT, B. R. Modern Probability Theory, 2nd 
edition (C. D. Kemp and A. W. Kemp) 

BHAT, U. N. Elements of Applied Stochastic 
Processes, 2nd edition (C. D. Kemp and 
A. W. Kemp) 

BOOKSTEIN, F. L., CHERNOFF, B., 
ELDER, R. L., HUMPHRIES, J. M., Jr, 
SMITH, G. R., and STRAUSS, R. E. 
Morphometrics in Evolutionary Biology 
(R. A. Reyment) 

BRILLINGER, D. R. and KRISHNAIAH, 

P. R. (eds). Handbook of Statistics. Vol. 3: 
Time Series in the Frequency Domain (C. D. 
Kemp and A. W. Kemp) 

CLARK, C. W. Bioeconomic Modelling and 
Fisheries Management (J. G. Shepherd) 

CODY, R. P. and SMITH, J. K. Applied 
Statistics and the SAS Programming 

(A. J. B. Anderson) 

COMMITTEE ON MODELS FOR 
BIOMEDICAL RESEARCH. Models for 
Biomedical Research (C. D. Kemp and 
A. W. Kemp) 

CULLEN, M. R. Linear Models in Biology 
(J. N. R. Jeffers) 

DILLON, W. R. and GOLDSTEIN, M. 
Multivariate Analysis—Methods and 
Applications (W. J. Krzanowski) 

FARRIS, W. W. Population, Disease and Land 
in Early Japan 645-900 (C. D. Kemp and 
A. W. Kemp) 

FISCHER, P. and SMITH, W. R. (eds). Chaos, 
Fractiles and Dynamics (C. D. Kemp and 
A. W. Kemp) 

FRANCIS, I. S., MANLY, B. F. J., and LAM, 
F. C. (eds). Pacific Statistical Congress 1985 
Proceedings (C. D. Kemp and A. W. Kemp) 

GANI, J. and PRIESTLEY, M. (eds). Essays in 
Time Series and Allied Processes (C. D. 
Kemp and A. W. Kemp) 

GARDINER, C. W. Handbook of Stochastic 
Methods for Physics, Chemistry and the 
Natural Sciences (C. D. Kemp and A. W. 
Kemp) 

GIBBONS, J. D. Nonparametric Methods for 
Quantitative Analysis, 2nd edition (C. D. 
Kemp and A. W. Kemp) 

GIBBONS, J. D. Nonparametric Statistical 
Inference, 2nd edition (C. D. Kemp and 
A. W. Kemp) 

GITTINS, R. Canonical Analysis: A Review 
with Applications in Ecology; 
Biomathematics, Vol. 12 (F. H. C. Marriott) 


GOLDEN, B. L., ASSAD, A. A., and 
ZANAKIS, S. H. (eds). Statistics and 
Optimization: The Interface (C. D. Kemp 
and A. W. Kemp) 

GREENACRE, M. J. Theory and Applications 
of Correspondence Analysis (L. T. Jolliffe) 

HANNAN, E. J., KRISHNAIAH, P. R., and 
RAO, M. M. (eds). Handbook of Statistics. 
Vol. 5: Time Series in the Time Domain 
(C. D. Kemp and A. W. Kemp) 

HEDGES, L. V. and OLKIN, I. Statistical 
Methods for Meta-Analysis (P. R. Freeman) 

HOCKING, R. R. The Analysis of Linear 
Models (R. M. Loynes) 

INSTITUTE OF MATHEMATICAL 
STATISTICS (ed.). Selected Tables in 
Mathematical Statistics, Vols. 8, 9 (C. D. 
Kemp and A. W. Kemp) 

KEYFITZ, N. (ed.). Population and Biology 
(G. R. Cohen) 

KINNISON, R. R. Applied Extreme Value 
Statistics (J. A. Derr) 

KOTZ, S., JOHNSON, N. L., and READ, C. 
B. (eds). Encyclopedia of Statistical Sciences, 
Vol. 5. Lindeberg Condition to Multitrait- 
Multimethod Matrices (S. Berg) 

KOTZ, S., JOHNSON, N. L., and READ, C. 
B. (eds). Encyclopedia of Statistical Sciences, 
Vol. 6. Multivariate Analysis—Plackett and 
Burman Designs (A. W. Kemp) 

KROONENBERG, P. M. Three-Mode 
Principal Component Analysis (B. S. Everitt) 

KUTOYANTS, Yu. A.; PRAKASA RAO, B. 
L. S. (ed.). Parameter Estimation for 
Stochastic Processes (C. D. Kemp and A. W. 
Kemp) 

LAI, T. L. and SIEGMUND, D. (eds). Herbert 
Robbins, Selected Papers (C. D. Kemp and 
A. W. Kemp) 

LAVAL, P. La Preparation des Fichiers pour 
les Analyses Multivariables sur Micro- 
ordinateurs (J. J. Claustriaux) 

LINDLEY, D. V. Making Decisions, 2nd 
edition (C. D. Kemp and A. W. Kemp) 

LLOYD, E. (ed.); LEDERMANN, W. (chief 
ed.). Handbook of Applicable Mathematics. 
Vol. II: Probability. Vols. VI(A), VI(B): 
Statistics (A. W. Kemp) 

MAINDONALD, J. H. Statistical Computation 
(A. W. Kemp) 

MANDL, P. and HUSKOVA, M. (eds). 
Asymptotic Statistics 2 (C. D. Kemp and 
A. W. Kemp) 

MARCHUK, G. I. Mathematical Models in 
Imm mology (B. Schneider) 

MEULMAN, J. Homogeneity Analysis of 
Incomplete Data (B. S. Everitt) 

MILLIKEN, G. A. and JOHNSON, D. E. 
Analysis of Messy Data. Vol. 1: Designed 
Experiments (G. H. Freeman) 


XXix 


677 
684 
225 
223 
458 
1007 
457 
226 454 
678 
1002 
457 
682 
456 
455 
683 
1004 451 
227 221 
679 224 
222 
226 
226 
1006 
685 
1004 
1006 684 
457 
452 
1004 
226 
1007 
225 
1003 
225 225 . 
222 454 


XXX 


MURPHY, E. A. A Companion to Medical 
Statistics (S. M. Gore) 

NATIONAL COUNCIL ON RADIATION 
PROTECTION AND MEASUREMENTS. 
A Handbook of Radioactivity Measurements 
Procedures, 2nd edition (S. C. Darby) 

O’KEEFE, L. and KLAGGE, J. Statistical 
Packages for the IBM PC Family (C. D. 
Kemp and A. W. Kemp) 

ORLOCI, L. and KENKEL, N. C. Introduction 
to Data Analysis, with Examples from 
Population and Community Ecology (R. M. 
Cormack) 

PATIL, G. P.. BOSWELL, M. T., JOSHI, S. 
W., and RATNAPARKHI, M. V. Dictionary 
and Classified Bibliography of Statistical 
Distributions in Scientific Work. Vol. 1: 
Discrete Models (C. D. Kemp) 

PATIL, G. P., BOSWELL, M. T., and 
RATNAPARKHI, M. V. Dictionary and 
Classified Bibliography of Statistical 
Distributions in Scientific Work. Vol. 2: 
Continuous Univariate Models (C. D. Kemp) 

PATIL, G. P., BOSWELL, M. T., 
RATNAPARKHIL, M. V., and ROUX, J. J. 
J. Dictionary and Classified Bibliography of 
Statistical Distributions in Scientific Work. 
Vol. 3: Multivariate Models (C. D. Kemp) 

PURI, M. L. and SEN, P. K. Nonparametric 
Methods in General Linear Models (A. N. 
Pettitt) 

RASCH, D. and TIKU, M. L. (eds). 
Robustness of Statistical Methods and 
Nonparametric Statistics (C. D. Kemp and 
A. W. Kemp) 

RUSTAGI, J. S. Introduction to Statistical 
Methods (D. R. Causton) 


680 


Biometrics, 1986 


SPATH, H. Cluster Dissection and Analysis: 
Theory, FORTRAN Programs, Examples 
(F. Murtagh) 

SPRIET, A. and SIMON, P. Methodology of 
Clinical Drug Trials (P. M. North) 

STOYAN, D.; DALEY, D. J. (ed.). 
Comparison Methods for Queues and Other 
Stochastic Models (C. D. Kemp and A. W. 
Kemp) 

TADIKAMALLA, P. R. (ed.). Modern 
Statistical Methods in Digital Simulation 
(C. D. Kemp and A. W. Kemp) 

THOMPSON, E. A. Pedigree Analysis in 
Human Genetics (G. E. Bonney) 

TITTERINGTON, D. M., SMITH, A. F. M., 
and MAKOV, U. E. Statistical Analysis of 
Finite Mixture Distributions (J. Newton) 

UPTON, G. and FINGLETON, B. Spatial 
Data Analysis by Example, Vol. 1: Point 
Pattern and Quantitative Data (J. K. Ord) 

VALLIN, J., POLLARD, J.'H., and 
HELIGMAN, L. (eds). Methodologies for 
the Collection and Analysis of Mortality 
Data (M. J. Campbell) 

WOODWARD, W. A., ELLIOTT, A. C., and 
GRAY, H. L. Directory of Statistical 
Microcomputer Software (C. D. Kemp and 
A. W. Kemp) 

WORLD HEALTH ORGANIZATION. World 
Health Statistics Annual 1985 (C. D. Kemp 
and A. W. Kemp) 

WORLD HEALTH ORGANIZATION. World 
Health Statistics Quarterly 1985, Vol. 38 (2), 
(3), (4); 1986, Vol. 39 (1), (2) (C. D. Kemp 
and A. W. Kemp) 


681 
456 
1007 226 
685 
455 
1003 
679 | 
453 
1001 
453 
682 
453 1007 
678 1007 j 
684 1007 
1005 


